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aAGC^TTCCT gatctctaaa tcaaggtcag ctccctaagc tcttggctcc 

CgVaCTGAAA CTTTTTCTTA TGTAACTCTC ATAAACACAT AGCATAATGT 

101 i'TTGCATGTT TTTCTTCCCT ATCAGTTGCA AGTTCCAGCA GAGCTGATAT 

151 'TTTTCATTT CATTCGCTAC TATAGCCCTA GAGCCTGACA TAGTTTCTGG 

201 "^GTGAATGC TCAATAAATA TTTGTTTAAT TGAGTAGAAA CATAAAGTAT 

251 c-ATT-CATT GAAGGAAAGA ATAATTAGCT ACATTTTTCT TTTTCTTGCC 

301 TTAATATTTG AGGAATTTGC TTATATGTCA TAATAAAAAA GTTAAAGCCT 

351 ^ATACATTAT ACTAAGGAAT TTGGACATTA AATTCAAGCT AGCCTTTCTA 

401 -AAACAAAAT ACTGAATTTC TGTCCCTAAA TTTGTTCCTT CCCTATTCTT 

451 CCCCA^TGAG ATGACACCAA ATCCCTCTAG CTGCTCAAAC CAAGTACCCG 

501 -^GTT^-C TTAA.TTATCT CTTTACCTTG CTTCTCATAT GCAATTTGTT 

551 : -^CAAG*TCAT CTTCAGTCTG TATCCATTAT TCTCCCTTTC CAGACCACCA 

601 ACATC-TC^TG ACTATACTGC TACAATAGCC TCCCAACTCT TGTCCTACTT 

651 aAAATTCA^T GTAAAAAATC AGTCTTGGCC GGGCACGGTG GCTCACACCT 

701 *TAATCCCAG CACTTTGGGA GTCCCAGGCG GGCGC-GTCAC GAGGTCAAGA 

751 GATGGAGACC ATCATGGCCA ACATGGTGAA ACCCTGTCTC TACTATAAAT 

801 ^CAAAAAAAT TATCTGGGTG TGGTGGCACA TGCCTGTAAT CCCAACTACT 

851 AGGGAGGCTG AGGCAGGAGA ATCGCTTGAA CCTGGGAGGC GGAGGTTGCA 

901 GTGAGCCGAG ATCGCACCAT TGCACTCCAG CCTGGCAACA GAGCGAGACT 

951 CCATCCCAAA ACAAAACAAA ACAAAACCAT GTAAAACATG TCTGTAAAAC 

1 001 A-GTCAGATT TCGTGTTCAG AAGTCTTACA TGTCTTTTCA TTATGCTAAG 

l'051 ATAAAACCCA AATGCATTTT CTTGGTTTCT AAAGCCAAGA AAATAAGAGT 

I'lOl TGCTTTCAGC AACCTTGTTT CTTCCGCCAT GCTTTTCCCT AGCTCACTCT 

l'l51 TTTTAGGCAA GTCGACCTGA TTTTCTTTCT GTTAGTCTGT TTCTGCCTCG 

l'201 ^GGTCTGGCT TTCTTTCTGT TAGTCTGTTT CCACCTCGTG GTCTTGGTCC 

1 # 251 ^GGCTCTTCA TTCTGCCTGG AATGCTCTCC ACTCCAGATC CTTACTAGAT 

l'301 C^AGCTCAG TCATCACCCT CGCAGGAAGA TCTTCCAACC ATTCACCTGC 

1 ' 3 «= 1 * T ACACCTAT GGCTGCTCCC TAGAGAACAT CATTCTGTTT TCTTCACTTC 

i'aoi CTAGCACTTA CTGCTTTCTG AAATTATCTA CTTTGATTGT TTATTTCTTT 

1*451 CTTTACTC^ ACTAGGATAC CTGGGTCATT AAAGGAGGGA TATTTCTCTC 

' 01 rp^TTTACTG TTATAAACTT AATGCTTAGG CTGTAGAAGT TATACAATAT 

1*551 ^GAAGAATA AATCGTTAAA TGTATAACAT TTTTGAAGAA AGATAATTGT 



FIG. 2 
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FIG. 2 - Continued 

1 60- GGGATCCATT TAGTTTGCAA ACATTTGATC TGTGTGTTAG ACAGAAGGCC 
l # 65i aTGGTAAAGG ACAAAGACAT ATTTTATAGG ACTGTACCCT GAAAAATAAA 
i'701 t.i^cttGAA CCAGTTATAC AAGACTTATG TGCAGGAAAC AGGTACCAGT 
1151 ^ATATTTAGA AA^GGTAAAT CACCTTCTAA GCATAACTCA GAGCACAATA 
l'sO" TATTAGAGGG TAGAGAGAGA AGTGCGTCTT AGATATTGGT AATCATATTA 
1B5~i GGACTC-ACGC CATCCTTGAT TTTTCTTCTG GGAAACAGCT CAAAATGACT 
3/9O1 .^ttt^AIKSTT TACAATGATA TCTTGCATCT TGCCAGTAAA TAATATAATA 

1 Vl GACACTAGGA ATCCAAATTG TAAGATGAAC AAGTCTTTAT AGAGGGAGAG 

2 OCT CCAAATACAC AATAAATAAC ACAAGGTGGT AAATGCAGTA ATACAAACAT 
2 051 ^CA^ACCA^G CATAGGAGTG CAGAGAAGGT GTGCTTCTCC GAATGCAGTC 
2 'l01 \CCCAGAAAG TCCTTCTGTA GAAAGGGATA TCTTAAATGG TGCTTAAAGG 
2 151 AAAAGTAACC AAAGGCAACT AAAGATTGCA AGGAGGTCCC AGGAAAAAGC 
2*201 AA AAGAACCA AAGGTACATA GGCACAAAAG TAGCCTGCCT TCCTGGGAAC 
2*251 TTrCAATAGT TTGCTGGAGC ACACAGTTAG AAGTACTGTG CCATGGGAGC 
2 301 AAAGACTGAA GACATATGCA GGTTCAAGGG CACAGAGCCC CATATATGTC 
2 # 351 A^ATAAGA* ATTGGGAAGC CACTGGGGAG CTACTGAAAC TTTAAGCAGG 
2 '401 -AAATAAAA? TGTCATATCT ACACCTTAGA AATTTGATTT TTTTCTCTTC 

' ; TTfrATCTmc TCTT CTCCTC TCTTCTCTCT CTCTCTCTCT CTCTCTCTCT 

2' 501 G^-TGTGTGT GTG^GTGTGT GTGTGTGTGT GACAGAGTCC TGCTCTGTCA 
2 55"' C^CAGGCTGG AGTGTAGTGG AGTGATCTCC GCTTACTGCA GTCTCTGCCT 
2 601 CTCAAGCGA^ TCCCTGCCTC AGCCTCCCGA GTAGCTGGGA TTACAGGCGG 
2' 651 GCTC^ACAAC AGCTGGCTAA CTTTTGTATT TTTTGGTAAC AACCAGGTTT 
2 ' 701 TACCATGTTG GCCAGGCTGG TCTTGAACTC CTGACCTCAG GTGATCTGCC 
2' 751 TGCCTTGGC* TTCCAAAGTG CTGGGATTAC AGGCGTGAGC CACCCTGCCT 
2' 801 GGTGTAGAAG TTTGATTTTG ATGTCAGTGT GGTAGATGAA TTTGTGGGAA 
2 ' 851 GCAAAACAAG ATAGAGTTCA ATGACAGTGA AAAGTTTATT GTATAAGCTA 
9' 901 -ATAAAAGAA AATGTTGAAG GTTTGAAATC CATTAGTGGC AGTAAGGGTG 
9' 951 ^ACAGAACGA AACTATTTGA GAAGTACACA AGGCAAGTCT TACTTTCAAG 
3' 001 GCAGTTTA^G TAAGCTCATT CAATTGTCTC AGTGTTCTTG CTATGTGTGG 
3' 051 G^ATAGGAT -TGGAACATA TGATCAATCT GAGCACACAT CAGTAAACTG 
3' 101 ^AGGATTA TTAAAATCCA CAAGCATTTT ACTAGTGGAA TCTGTGATAT 
.'151 -T-CTAGCTA CTCT m GCTTG TTTTATTTGA ATCTTTTGCT CATATCCTAT 
3 201 ^GTAAAGAT- TCAGGAAATA TATTTTTATT TGCCTAGAAT TTTAGCCTTT 



4/27 



FIG. 2 - Continued 

1 951 TAGTTTTTTG AATCTATTGC TCATATTCTT ATAGTAAGAG TTTCAGGGAA 
1101 TGTATTTCTA TTTGTCTGGA ATTTTAGCCT TTCAGGTTTT TGAGCCCCTC 
l'l51 TTTTGCTTAT GGGACATAGT ATGAGACAAG ATGAAATGAT ACTTCTATTC 
i'aoi CCAATTCACT GATGGGGAAA ATGAAGCAAA AAATGTTATT CACTCAAGGC 
l' 4 51 TTC T GCCATG TTTCCTGGTG GAATTACGGC TCAGACACAA ATTTCCTAAT 
1 501 GCCTGTGCTG CTAACTTCTC AATAGAACAC TATATTAATT TATCTTCTTC 
' 551 CTGAGTGTTT TTCCACAAAT CCCATAGCCT GTGAAAAGAT TGTTTTAGGG 
1'fiOl AAATATTATT TTTAATATAG CATATTTTGT CAATGTGGGA CATAGGACTA 
1651 GTACCTGCTG AAAACCATCT CATGATCCTT GTGTAAGAAC TAATTCACAC 
l' 7 01 TAGAAATACT ATTTTCCTTG CTCATTAAAA ACATAAATGT CTCAGAAAGT 
1 751 AAAAAATTAT TCCTCTCTAA ATAAACATAC ATGCCACTCA AATTTTATTC 
i'aoi CTCTACCACT TGCCGTATCT AAACCTAGTT AGATACTTTG GTTTTAGGTA 
1851 TAATCTGACA GAACAGATAC AACCAAGATC ACATTGTGAG TCAGAAGTGG 
1 901 AAAATTCATA ATTCATGATG ATACCAATAA AAGATAGATT TAGCTTTTTA 
1 951 CAGGATGTTT TTGGCATTTT ATTCTTTCAT TTGAGGGGAG ATCTCACCAA 
A 001 AATATGTCTT TCATGGTTCA TTGTGTTATT TAATTTCTGT GATGCATATT 
4 051 CTCAGGTTAC TTTAAACCTA GTCTATAGAT TCAAAGATAT CCCGTGTCAG 
4 101 GTCTCTAAAA GTAAAAAGAA AAATGGGTAC TTGTGAAGGC TGATTCACAG 
i'lsl TAAGTAGTGT AGAGGGGAGT GCCTTGTGTA TTCACAAATT ATCAACGTGA 
4 201 GCATCAGATA AGATTTTCTT TAGTCACACA CACCTACCTT CTTACTAGGA 
4' 251 AGATCCATAT ACTTGAATAA TTGTTCTGCT TGACCCAGGT TACTTATCAG 
A 101 TCCCTTTATT ATAATATTTG TAAATATTGG GGCTCGAGAA CCGAGCGGAG 
4 351 CTGGTTGAGT CTTCAAAGTC CTAAAACGTG CGGCCGTGGG TTCGAGGTTT 
4 401 ATTGATTGAA TTCGGCTGGC ACGAGAGCCT CTGCAGACAG AGAGCGCGAG 
4 451 AGATGGAGAT GGGCAGACGG ATTCATTCAG AGCTGCGGAA CAGGGCGCCC 
A 501 TCTGATGTGA AAGAACTTGC CCTGGACAAC AGTCGGTCGA ATGAAGGCAA 
A 551 ACTCGAAGCC CTCACAGATG AATTTGAAGA ACTGGAATTC TTAAGTAAAA 
A 601 TCAACGGAGG CCTCACCTCA ATCTCAGACT TACCAAAGTT AAAGTTGAGA 
4 651 AAGCTTGAAC TAAGAGTCTC AGGGGGCCTG GAAGTATTGG CAGAAAAGTG 
4701 TCCAAACCTC ACGCATCTAT ATTTAAGTGG CAACAAAATT AAAGACCTCA 
4 7 GCACAATAGA GCCACTGAAA CAGTTAGAAA ACCTCAAGAG CTTAGACCTT 
A 801 TTCAATTGCG AGGTAACCAA CCTGAACGAC TACGGAGAAA ACGTGTTCAA 
! 851 GCTTCTCCTG CAACTCACAT ATCTCGACAG CTGTTACTGG GACCACAAGG 
4 901 AGGCCCCTTA CTCAGATATT GAGGACCACG TGGAGGGCCT GGATGACGAG 
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FIG. 2 - Continued 

4,951 GAGGAGGGTG AGCATGAGGA 

5,001 AGATGAGGAG GGCGAGGAGG 

5,051 GTGGAGGGGA CGAGGAGGAT 

5,101 GGCGAGGAAG ATGAAGAAGA 

5,151 AAAATGAGAA CCTGAAGATG 

5,201 CTATTTTGAA AAATTCCTAT 

5,251 TCCCCCCTCC AATCCTGCCC 

5,301 TTGCTGTGGG AATGAGACGG 

5,351 GAGGGCAGGA GGCGGTGGAC 

5,401 AATATTTGTA AATATTAACT 

5,451 TAATTATTCT CTCTCTCTTT 

5,501 TATAGTCCTT TTAGTCCAAG 

5,551 TTGCTACTGT GTTCAAGTAA 

5,601 AAGAAAATAT TTACAATGAA 

5,651 GTAAATGTA'T TGTTAAAGCA 

5,701 AATAATTTGC TAAAGCAAAT 

5,751 TGATTTTATT TATTAAAACA 



GGAGTATGAT GAAGATGCTC AGGTAGTGGA 
AGGAGGAGGA AGGTGAAGAG GAGGACGTGA 
GAAGAAGGTT ATAACGATGG AGAGGTAGAT 
GCTTGGTGAA GAAGAAAGGG GTCAGAAGCG 
AGGGAGAAGA TGATGACTAA GTAGAATAAC 
TGTGATTTGA CTGTTTTTAC CCATATCCCC 
CCTGAAACTT ACTTTTTTCT GATTGTAACA 
GAAAAGTGTA CTGGGGGTTG TGGAGGGAGG 
TAAAATACTA TTTTTACTGC CAAATAAAAT 
C-GGATACTAG CTTTGTAGAA TGATTACTAT 
TTATTTTTTT ACACATTCTA TTCTTTTAAG 
GAAAAGGCAC TACAATCCAC TTATTAATGC 
AATAAGCTCC AGGATTTAAC AAAAAGAGGA 
AATGTTGCTA AAAATTTAAA ACAAATTACA 
AATTCTATTT TTAAAATTTA TTAATAAGGA 
TTTTGGAAAA ATAATAATGC ACTTTATACT 
ATGATTTATA AGCTT 
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4,357 GAGTffiCAA AGTCCTAAAA CGTGCGGCCG TGGGTTCG.AG GTTT.™ «GC 

1 gaattcccaa agtcctaaaa cgcgcggccg tgggttcggg gttUUgat tgaattccoc 

4 417 TOGAGA GCCTCTGCAG ACAGAGAGCG CGAGAGATGG AGATGGGCAG ACGGATTCAT 

61 cggcgcggga gcctctgcag agagagagcg cgagagatgg agatgggcag acggattcat 

4 477 ^CK» GGAACAGGSC GCCCTCTGAT GTGAAAGAAC TTGCCCTGGA CAACAGTCGG 

121 Sagctgc ggaacaggac gccctctgat gtgaaagaac ttgtcctgga caacagtcgg 

4 537 TCGAATCAAG gSa^ Scc^cl GATGAATTTC AAGAACTGGA ATTCTTAAGT 

181 tcgaatgaag gcaaactcga aggcctcaca gatgaatttg aagaactgga aocttaagt 

4 597 ^mm~G "gaggcctcac ctcaatctca sacttaccaa AGTTAAAGTT gagi— aag 
241 'ataafci laggcctcac ctcaatcgca aacttaccaa agttaaacaa acttaagaag 

a «l rTT-ACTAA G AGTCTCAGGG GGCCTSGAAG TATTGGCAGA AAAGTGTCCA. 

301 SJactaa gcgataacag agtctcaggg ggcctagaag tattggcaga aaagtgtccg 

A 705 AACCTCACGC licWMTT AAGTGGCAAC AAAATTAAAG ACCTCAGCAC AATAGAGCCA 

36! Scgc "atctaaattt aagtggcaac aaaattaaag acctcagcac aatagagcca 

4 765 C^AKAOT t^gAAAACC? CAAGAGCTTA gaccttttca attgcgaggt aaccaacctg 
' 4 fl ctgSt tagaaaacct caagagctta gaccttttca attgcgaggt aaccaacctg 

„ o« r »rrtrTOCG GAGAAAACGT GTTCAAGCTT CTCCTGCAAC TCACATATCT CGACAGCTGT 

4 'SI Sctacc gttcaagctc rtcccgcaac tcacatatct cgacggctac 

a qcr TAfTGGGACC ACAAGGAGGC CCCTTACTCA. GATATOAGG ACCACGTGGA GGGCCTGGAT 

'Si SSS aSgaggc ccctiactcg gatgctgagg g«a gggcctggat 

4 945 GACGAGGAGG ISraSMtt TATGATGAAG ATGCTCAGGT AGTGGAAGAi 

' 601 SSg aggitgagia tgaggaggag tatgatgaag atgctcaggt agtgga.gac 

q nns mvoaas 5wS ggaggaaggt gaagaggagg acgtgagtgg aggggacgag 
5 ' 6 6i SS aMacgagga ggaggaaggt gaagaggagg acgcgagtgg agaggaggag 

FIG. 3 



FIG. 3 - Continued 
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5 065 PAGGATGAAG AAGGTTATAA CGATGGAGAG GTAGATGGCG AGGAAGATGA AGAAGAGCTT 

"721 gaggatgaag aaggttataa cgatggagag gtagatgacg aggaagatga agaagagctt 



5 125 GGTGttGAAG AAAGGGGTCA GAAGCGAAAA TGAGAACCTG AAGATGAGGG AGAAGATGAT 

'm ggtgaagaag aaaggggtca gaagcgaaaa cgagaacctg aagatgaggg agaagatgat 

5 185 CACTi \GT^G AATAACCTAT TTTGAAAAAT TCCTATTGTG ATTTGACTG? TTTTACCCAT 

""341 cactaagtgg aataacctat tttgaaaaat tcctattgtg atttgactgt :tttacccat 

5 245 1TCCCCTCCC CCCTCC AATCCTGC CCCCTGAAAC TTACTTTTTT CTGATTGTAA 

"901 a'ccccctctc ccccccccct ctaaccctgc cccctgaaac ttattttttt ctgattgtaa 

5 299 r ATTGCTG T G GGAATGAGAC GGGAAAAGTG TACTGGGGGT TGTGGAGGGA GGGAGGGCAG 

' 96i cgttgctgtg ggaacgagag gggaagagtg tactgggggt tgcgggggga ggatggcggg 

5,359 GAGGCGGTGG ACTAAAATAC TATTTTTACT GCC 

1] 021 tggg-ggtgg aataaaatac tatttttact gcc 
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I MEMGRRIKSE LRNRAPSDVK ELALDNSRSN EGKLEALTDE 
1 MEMGRRIHLE LRNRTPSDVK SLVLDNSRSN EGKLEGLTDE 

41 FEELEFLSKI NGGLTSISDL PKL-KLRKLS L— RVSGGL 
41 FEELEFLSTI NVGLTSIANL PKLNKLKKLE LSDNRVSGGL 

77 EVLAEKCPNL THLYLSGNKI KDLSTIEPLK QLENLKSLDL 
81 EVLAEKCPNL THLNLSGNKI KDLSTIEPLK KLENLKSLDL 

117 FNCEVTNLND YGENVFKLLL QLTYLDSCYW DHKEAPYSDZ 
121 FNCEVTNLND YRENVFKLLP QLTYLDGYDR DDKEAPDSDA 

157 EDHVEGLDDS EEGEHESEYD EDAQWEDEE QESEEEEGEE 
161 EGYVEGLDDE EEDEDEEEYD EDAQWEDEE DEDEEEEGEE 

197 EDVSGGDEED EEGYNDGEVD GEEDEEELGE EERGQKRK*- 
201 EDVSGEEEED EEGYNDGEVD DEEDEESLGE EERGQKRKRE 



241 PEDEGEDDD* 



FIG. 4 
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G^Am T CGAGG^TATTGATTGAATTCGGCTGGCACGAGAGCCTCTGCAGACA 
G^nGCGCGAGAGATGGAGATGGGCAGACGGATTCATTCAGAGCTGCGGAA 
CGCCCTCTGATGTGAAAGAACTTGCCCTGGACAACAGTCGGTCGAA 



CAG 



^G^AGGCAAACTCGAAGCCCTCACAGATGAATTTGAAGAACTGGAATTCTT 
^r"^AAA-TCAACGGAGGCCTCACCTCAATCTCAGACTTACCAAAGTTAAA 
G^^GAGAAAGCTTGAACTAAGAGTCTCAGGGGGCCTGGAAGTATTGGCAGA 
AA^GTG^CCAAACCTCACGCATCTATATTTAAGTGGCAACAAAATTAAAGA 
CCT AGC z^C AATAGAGCC ACTGAAACAGTTAGAAAACCTC AAGAGCTTAGA 
CC""TT m CAATTGCGAGGTAACCAACCTGAACGACTACGGAGAAAACGTGTTC 
AAGCTTC^CCTGCAACTCACATATCTCGACAGCTGTTACTGGGACCACAAGG 
AGGCCCCTTACTCAGATATTGAGGACCACGTGGAGGGCCTGGATGACGAGG 
AGGAGGGTGAGCATGAGGAGGAGTATGATGAAGATGCTCAGGTAGTGGMG 
A^-AGGAGGGCGAGGAGGAGGAGGAGGAAGGTGAAGAGGAGGACGTGAGT 
GCAGGGGACGAGGAGGATGAAGAAGGTTATAACGATGGAGAGGTAGATGG 
CG-GGAAGATGAAGAAGAGCTTGGTGAAGAAGAAAGGGGTCAGAAGCGAA 
AA^GAGAACCTGAAGATGAGGGAGAAGATGATGACTAAGTAGAATAACCTA 
TTTTGAAAAATTCCTATTGTGATTTGACTGTTTTTACCCATATCCCCTCCCCC 

CTCCAATCCTGCCCCCTGAA 



FIG. 5 
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ABCDEFGHI J KLM 




FIG. 6A 



CFLP Analysis of pp32 Variants in 
Human Prostatic Adenocarcinoma 

bcde fghi j kl mnopqrs 




Normal pp32 



FIG. 6B 



Normal pp32 
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Consensus GGGTTCGGGG TTTATTGATT GAATTCCGCT GGCGCGGGAG CCTCTGCAGA 



51 
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Consensus GAGAGAGCGC -GAGAGATGG AGATGGGCAG ACGGATTCAT TTAGAGCTGC 
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FIG. 7A 



12/27 



FIG. 7A - Continued 
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c >- 
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AF008216 9 
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tsu3 g 

TSUI 
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FT2-2 g 
FT1-7 

FT1-3 , a 

FT1-11 c Z 

D5 
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Consensus GGAACAGGAC GCCCTCTGAT GTGAAAGAAC TTGTCCTGGA CAACAGTCGG 
151 200 

hpp32 

AF008216 c 
TSU6 

TSU3 c 
TSUI a t g 

P8 

P3 a t g 

L3 

FT3-3 ^ c c 

FT3-18 a t g * 

FT2-4 a t g 

FT2-2 c 
FT1-7 
FT1-3 

FT1-11 a , [ 9 



a 



D5 
D3 
Dl 

Consensus 



TCGAATGAAG GCAAACTCGA AGGCCTCACA GATGAATTTG AAGAACTGGA 
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FIG. 7A - Continued 

201 250 

hDD32 

AF008216 a g - * 

TSUo i_ ^ 

1 "'' w '-' . r g 

?3 a a a - y 

FT3-3 a g _ - Q 

FT3-1S a a a Z Q 

_ _i £ a a ~y 

FT2-2 a g - 
FT1-" 7 

FT1-3 , a 

FT1-I1 a a a v. a 

" D5 
D3 

Consensus ATTCTTAAGT ACAATCAACG TAGGCCTCAC CTCAATCGCA AACT'TACCAA 

251 300 

hpp32 53 

AF0QS216 • • • gt g ga _ t 

TSU6 

TSU3 . . . gt g ga n t 

TSUI ^ t 

?8 , t 

P3 ^ 



L3 ga 

PT3-3 ... g- g g a 

FT3-18 

FT2-4 . 

FT2-2 • • • gt g g a 



t 
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fti-7 • • • gt g g a 

FTl-3 
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D5 
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Consensus AGTTAAACAA ACTTAAGAAG CTTGAACTAA GCAC-TAACAG AGTCTCAGGG 
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FIG. 7A - Continued 

301 
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ta 
ta 



GGCCTAGAAG TATTGGCAGA AAAGTGTCCA AACCTCACGC ATCTAAATTT 

400 

351 



hpp32 
AF008216 
TSU6 
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L3 
FT3-3 
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FT1-7 
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FT1-11 

D5 c 
D3 

n 01 ,,. T ^-, C ^^ATTAAAG ACCTCAGCAC AATAGAGCCA CTGAAAAAGT 

Consensus aaoiw---^ .^tiu.^ 
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c 



c 
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FIG. 7A - Continued 
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Consensus TAGAAAACC? CAAGAGCTTA GACCTTTTCA ATTGCGAGGT MCCAACCTG 
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hpp32 
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?ACC GAGAAAATGT GTTCAAGCTC CTCCTGCAAC TCACATATCT 
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FIG. 7A - Continued 
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hDp32 a 
AF008216 a 
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Consensus CGACGGCTGT GACCGGGACG ACAAGGAGGC CCCTGACTCG GATGCTGAGG 

600 
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t 

a c 



hpp32 

AF008216 a c 
TSU6 tt t a 



TSU3 c c g c 

TSUI tt t ^a 
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FT2-2 ac I c 
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tt t 
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Dl 



Consensus GCTACGTGGA GGGCCTGGAT GACGAGGAGG AGGATGAGGA TGAGGAGGAG 
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FIG. 7A - Continued 
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pp32Rl Stimulates Transformed Focus Formation by ras + myc 
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